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Broad Institute
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Type: Tool

Proper Citation

Broad Institute (RRID:SCR_007073)

Resource Information

URL.: http://www.broadinstitute.org/

Proper Citation: Broad Institute (RRID:SCR_007073)

Description: Biomedical and genomic research center located in Cambridge,
Massachusetts, United States. Nonprofit research organization under the name Broad
Institute Inc., and is partners with Massachusetts Institute of Technology, Harvard University,
and the five Harvard teaching hospitals. Dedicated to advance understanding of biology and
treatment of human disease to improve human health.

Abbreviations: Broad
Synonyms: Broad Institute of MIT and Harvard, Broad Institute Inc.
Resource Type: institution

Keywords: biomedical, genomic, research, center, nonprofit, organization, human, biology,
disease

Funding: Eli and Edythe Broad ;
individual donors

Resource Name: Broad Institute
Resource ID: SCR_007073
Alternate IDs: nif-0000-31438, grid.66859.34, Wikidata: Q4971893

Alternate URLSs: https://ror.org/05a0yal42
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Record Creation Time: 20220129T080239+0000
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Ratings and Alerts
No rating or validation information has been found for Broad Institute.

No alerts have been found for Broad Institute.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1878 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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