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Proper Citation

BitterDB (RRID:SCR_006977)

Resource Information

URL: http://bitterdb.agri.huji.ac.il/bitterdb/dbbitter.php

Proper Citation: BitterDB (RRID:SCR_006977)

Description: BitterDB is a free and searchable database of bitter compounds. It currently 
holds over 550 bitter compounds obtained from the literature and from Merck index and their 
associated 25 human bitter taste receptors (hT2Rs). BitterDB provides several ways to 
investigate the bitter world: search for bitter compounds by different criteria, search for bitter 
molecules with structure similar to a query compound, blast bitter receptors and more. New! 
2D plots of bitter receptors are available in the receptors pages. The alignment contains the 
sequences of the 25 human bitter taste receptors. The alignment shows the secondary 
structure for each receptor as predicted by TOPCONS. In each trans-membrane helix X, the 
most conserved residue (X.50 in Ballesteros-Weinstein numbering) is indicated. The 
alignment was generated using ClustalW2.

Abbreviations: BitterDB

Resource Type: production service resource, data analysis service, service resource, 
analysis service resource, database, data or information resource

Defining Citation: PMID:21940398

Keywords: bitter compound, receptor, compound, molecule, bitter, taste, blast, alignment

Funding: Niedersachsen-Israel Research cooperation fund ;
BSF 2007296

Availability: Free

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_006977/resolver
http://bitterdb.agri.huji.ac.il/bitterdb/dbbitter.php
https://pubmed.ncbi.nlm.nih.gov/21940398


Resource Name: BitterDB

Resource ID: SCR_006977

Alternate IDs: nlx_149409

Record Creation Time: 20220129T080239+0000

Record Last Update: 20250428T053302+0000

Ratings and Alerts

No rating or validation information has been found for BitterDB.

No alerts have been found for BitterDB.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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drug discovery. Computational and structural biotechnology journal, 19, 568.
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Sweetener and Its Relative Sweetness. Frontiers in chemistry, 7, 35.

Dagan-Wiener A, et al. (2019) BitterDB: taste ligands and receptors database in 2019. 
Nucleic acids research, 47(D1), D1179.
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chemical structure. Scientific reports, 7(1), 12074.

Di Pizio A, et al. (2017) Ligand binding modes from low resolution GPCR models and 
mutagenesis: chicken bitter taste receptor as a test-case. Scientific reports, 7(1), 8223.

Huang W, et al. (2016) BitterX: a tool for understanding bitter taste in humans. Scientific 
reports, 6, 23450.


