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Proper Citation

casper (RRID:SCR_006613)

Resource Information

URL: http://bioconductor.org/packages/release/bioc/html/casper.html

Proper Citation: casper (RRID:SCR_006613)

Description: Software to infer alternative splicing from paired-end RNA-seq data. The model 
is based on counting paths across exons, rather than pairwise exon connections, and 
estimates the fragment size and start distributions non-parametrically, which improves 
estimation precision.

Abbreviations: casper

Synonyms: casper - Characterization of Alternative Splicing based on Paired-End Reads, 
Characterization of Alternative Splicing based on Paired-End Reads

Resource Type: software resource

Keywords: bio.tools

Funding:

Availability: GNU General Public License, v2 or greater

Resource Name: casper

Resource ID: SCR_006613

Alternate IDs: biotools:casper, OMICS_01270

Alternate URLs: https://bio.tools/casper

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_006613/resolver
http://bioconductor.org/packages/release/bioc/html/casper.html


Record Creation Time: 20220129T080237+0000

Record Last Update: 20250420T014337+0000

Ratings and Alerts

No rating or validation information has been found for casper.

No alerts have been found for casper.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 133 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Day Follow-Up. Journal of clinical medicine, 13(2).
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and Pacific Islander Populations. JAMA network open, 7(3), e240734.
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McDonald MF, et al. (2024) Tumor Expression of CD83 Reduces Glioma Progression and Is 
Associated with Reduced Immunosuppression. Cancer research communications, 4(12), 
3209.
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with dementia: Evidence from vacancies. Alzheimer's & dementia : the journal of the 
Alzheimer's Association, 20(12), 8308.
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reveal spiking tumor cells in human glioma. bioRxiv : the preprint server for biology.

Huang R, et al. (2024) Robust analysis of allele-specific copy number alterations from 
scRNA-seq data with XClone. Nature communications, 15(1), 6684.

Amintas S, et al. (2024) Integrating allele-specific PCR with CRISPR-Cas13a for sensitive 
KRAS mutation detection in pancreatic cancer. Journal of biological engineering, 18(1), 53.

Arulvasan W, et al. (2024) High-quality identification of volatile organic compounds (VOCs) 
originating from breath. Metabolomics : Official journal of the Metabolomic Society, 20(5), 
102.
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Bowel Syndrome: A Randomized, Double-blind, Placebo-controlled, Parallel-group Study. 
Journal of neurogastroenterology and motility, 30(1), 73.

Lee HK, et al. (2024) Gut microbiome signature of metabolically healthy obese individuals 
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14(1), 3449.
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in Nursing Homes. Journal of the American Medical Directors Association, 25(6), 104804.


