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Proper Citation

CUSP (RRID:SCR_006373)

Resource Information

URL: http://irvinginstitute.columbia.edu/cusp/cgi-bin/ww?2ui.cgi/

Proper Citation: CUSP (RRID:SCR_006373)

Description: Web-based, open access scientific networking system providing one-stop
shopping for investigators seeking collaborators at Columbia University Medical Center in
New York City. Contact information, grants, and publications are integrated to facilitate
searches by topic or person.

Abbreviations: CUSP
Synonyms: Columbia University Scientific Profiles

Resource Type: portal, data or information resource, database, community building
portal, people resource

Keywords: networking system, collaborator, grant, publication, network, organization,
FASEB list

Availability: Open access

Resource Name: CUSP

Resource ID: SCR_006373

Alternate IDs: nix_152161

Record Creation Time: 20220129T080235+0000

Record Last Update: 20260812T044124+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_006373/resolver
http://irvinginstitute.columbia.edu/cusp/cgi-bin/ww2ui.cgi/

No rating or validation information has been found for CUSP.

No alerts have been found for CUSP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 58 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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