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Proper Citation

DisGeNET (RRID:SCR_006178)

Resource Information

URL: http://www.disgenet.org

Proper Citation: DisGeNET (RRID:SCR_006178)

Description: Database and discovery platform containing publicly available collections of
genes and variants associated to human diseases. Integrates data from curated
repositories, GWAS catalogues, animal models and scientific literature.

Abbreviations: DisGeNET
Synonyms: database of gene disease associations
Resource Type: database, data or information resource

Defining Citation: PMID:27924018, PMID:25877637, PMID:21695124, PMID:20861032

Keywords: gene, disease, gene-disease association, gene-disease ontology, gene-
disease text mining, text mining, genotype-phenotype, rdf, genotype, phenotype, gene-
disease, variant-disease, FASEB list

Funding: EFPIA ;

Instituto de Salud Carlos llI-Fondo Europeo de Desarrollo Regional ;
Elixir-Excelerate ;

Innovative Medicines Initiative Joint Undertaking ;

European Union Seventh Framework Programme ;

European Union Horizon 2020

Availability: Restricted
Resource Name: DisGeNET
Resource ID: SCR_006178

Alternate IDs: nlx_151710, r3d100013301
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License: GNU GPL v3, ODC Open Database License, ODC Database Contents License
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Ratings and Alerts
No rating or validation information has been found for DisGeNET.

No alerts have been found for DisGeNET.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3128 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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