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Type: Tool

Proper Citation

International Mouse Phenotyping Consortium (IMPC) (RRID:SCR_006158)

Resource Information

URL: http://www.mousephenotype.org/

Proper Citation: International Mouse Phenotyping Consortium (IMPC) (RRID:SCR_006158)

Description: Center that produces knockout mice and carries out high-throughput 
phenotyping of each line in order to determine function of every gene in mouse genome. 
These mice will be preserved in repositories and made available to scientific community 
representing valuable resource for basic scientific research as well as generating new 
models for human diseases.

Abbreviations: IKMC, IMPC

Synonyms: KOMP, KOMP-CSD, KOMP-Regeneron, IMPC - International Mouse 
Phenotyping Consortium, International Mouse Phenotyping Consortium, IMPC, International 
Mouse Phenotyping Consortium (IMPC), EUCOMM, IKMC

Resource Type: biomaterial supply resource, material resource

Defining Citation: PMID:27626380, PMID:24652767, PMID:24197666, PMID:25127743, 
PMID:25343444, PMID:24642684, PMID:21677750, PMID:22968824, PMID:22940749, 
PMID:22991088, PMID:25992600, PMID:22566555, PMID:23519032, PMID:22211970, 
PMID:24194600, PMID:26147094, PMID:24634472, PMID:24932005, PMID:25093073, 
PMID:24046361, PMID:24033988, PMID:23315689, PMID:22926223, PMID:21185382, 
PMID:21737429, PMID:19933761, PMID:19689210, PMID:17905814, PMID:17218247, 
PMID:16933996, PMID:16254554, PMID:15908916, PMID:15340423, PMID:15340424, 
PMID:28650954, PMID:28650483, PMID:29026089, PMID:29348434, PMID:29352221, 
PMID:29396915, PMID:29626206, PMID:22566555
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gene function, mouse model, mutation, embryonic stem cell, genotype, disease, anatomy, 
procedure, image, experimental protocol, annotation, genotype-phenotype, FASEB list

Funding: NIH Office of the Director UM1 OD023222

Availability: Free, Freely available

Resource Name: International Mouse Phenotyping Consortium (IMPC)

Resource ID: SCR_006158

Alternate IDs: nlx_151660

Alternate URLs: https://www.mousephenotype.org/data/documentation/data-access

Record Creation Time: 20220129T080234+0000

Record Last Update: 20250422T055305+0000

Ratings and Alerts

No rating or validation information has been found for International Mouse Phenotyping 
Consortium (IMPC).

No alerts have been found for International Mouse Phenotyping Consortium (IMPC).

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 2405 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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