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NCBI Epigenomics

RRID:SCR_006151
Type: Tool

Proper Citation

NCBI Epigenomics (RRID:SCR_006151)

Resource Information

URL: https://www.nchbi.nlm.nih.gov/geo/

Proper Citation: NCBI Epigenomics (RRID:SCR_006151)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented on January 19,
2022.

Abbreviations: Epigenomics

Synonyms: NCBI Epigenomic Gateway, National Center for Biotechnology Information
Epigenomics, NCBI Epigenomic Hub

Resource Type: data or information resource, database

Keywords: genome-wide map, dna, histone, modification, epigenomic, genome, gold
standard, gene mapping, gene amplification, genetic code, gene library, dna fingerprinting,
chromatin, histone modification, dna methylation, dnaase footprinting, genome wide
association study, gene expression

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: NCBI Epigenomics

Resource ID: SCR_006151

Alternate IDs: nix_151643, OMICS 01848



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_006151/resolver
https://www.ncbi.nlm.nih.gov/geo/

Old URLSs: http://www.ncbi.nlm.nih.gov/epigenomics
Record Creation Time: 20220129T080234+0000

Record Last Update: 20250521T061055+0000

Ratings and Alerts
No rating or validation information has been found for NCBI Epigenomics.

No alerts have been found for NCBI Epigenomics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8766 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Yin M, et al. (2025) TGF?-mediated inhibition of hypodermal adipocyte progenitor
differentiation promotes wound-induced skin fibrosis. Cell proliferation, 58(1), e13722.
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