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Proper Citation

FaceBase (RRID:SCR_005998)

Resource Information

URL: https://www.facebase.org/

Proper Citation: FaceBase (RRID:SCR_005998)

Description: A web portal that provides access to data, tools and materials that will aid in
craniofacial research. Included is access to genomic and imaging based data sets from a
variety of species, including zebrafish, human and mouse.

Abbreviations: FaceBase

Synonyms: FaceBase - A Resource For Craniofacial Researchers

Resource Type: portal, topical portal, research forum portal, data or information resource,
disease-related portal, community building portal

Keywords: microct, dna microarray, craniofacial, genome, imaging, FASEB list, DRKB

Funding: NIH DE034163

Availability: Open and restricted access. Open-access data is available on the FaceBase
website to any interested user and does not require any formal registration. Open-access
data will be limited to summary-level human data (ex: averaged facial measures), And all
non-human data. In contrast, All individual-level human data (ex: demographic descriptors,
Phenotypic measures, 3D images) will fall under the restricted category and will require
the requestor to fill out the Data Access Request form.

Resource Name: FaceBase

Resource ID: SCR_005998

Alternate IDs: nlx_151372

Record Creation Time: 20220129T080233+0000

Record Last Update: 20260812T044114+0000

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_005998/resolver
https://www.facebase.org/


Ratings and Alerts

No rating or validation information has been found for FaceBase.

No alerts have been found for FaceBase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 83 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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anatomy, 248(5), 705.
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biology.

Mukhopadhyay N, et al. (2026) Is 7p14.1 an orofacial cleft risk locus? Genome-wide study
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Bobzin L, et al. (2025) FGFR2 directs inhibition of WNT signaling to regulate anterior
fontanelle closure during skull development. Development (Cambridge, England), 152(2).

Li Z, et al. (2025) Clustering individuals using INMTD: a novel versatile multi-view
embedding framework integrating omics and imaging data. Bioinformatics (Oxford,
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HGG advances, 5(4), 100352.
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