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Proper Citation

Human Adenovirus Type Classification (RRID:SCR_005753)

Resource Information

URL: http://hadvwg.gmu.edu/

Proper Citation: Human Adenovirus Type Classification (RRID:SCR_005753)

Description: The Human Adenovirus Type Classification coordinates the naming of 
candidate new types, prior to manuscript submission for peer review. This resource contains 
a method of submitting candidate HAdV, criteria for a new HAdV type, and a Serotyping tool, 
which displays all potential types corresponding to the query serotype entered by a user. The 
criteria are based on discussions at the International Adenovirus Meeting (Dobog??k, 
Hungary; 26-30 April, 2009) and the NIH Human Adenovirus Working Group Workshop 
(Bethesda, MD. USA; 3 February 2011), which are summarized in a Letter to the Editor.

Abbreviations: HAdV Type Classification

Resource Type: production service resource, analysis service resource, service resource, 
knowledge environment

Keywords: hadv, human adenovirus, adenovirus, classification, serotyping, genotyping, 
genome, nucleotide sequence, human adenovirus working group, serotype

Related Condition: Adenovirus

Funding:

Resource Name: Human Adenovirus Type Classification

Resource ID: SCR_005753

Alternate IDs: nlx_149215
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Record Creation Time: 20220129T080232+0000

Record Last Update: 20250517T055719+0000

Ratings and Alerts

No rating or validation information has been found for Human Adenovirus Type 
Classification.

No alerts have been found for Human Adenovirus Type Classification.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 108 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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