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RRID:SCR_004933
Type: Tool

Proper Citation

SGN (RRID:SCR_004933)

Resource Information

URL.: http://solgenomics.net/

Proper Citation: SGN (RRID:SCR_004933)

Description: A clade oriented, community curated database containing genomic, genetic,
phenotypic and taxonomic information for plant genomes. Genomic information is presented
in a comparative format and tied to important plant model species such as Arabidopsis. SGN
provides tools such as: BLAST searches, the SolCyc biochemical pathways database, a
CAPS experiment designer, an intron detection tool, an advanced Alignment Analyzer, and a
browser for phylogenetic trees. The SGN code and database are developed as an open
source project, and is based on database schemas developed by the GMOD project and
SGN-specific extensions.

Abbreviations: SGN, SGN ref
Synonyms: SGN ref, Sol Genomics Network
Resource Type: data or information resource, database

Defining Citation: PMID:20935049, PMID:16010005

Keywords: database, clade, genomic, sequence, phenotype, pathway, genetic, taxonomy,
annotation, blast, plant genome, bio.tools, FASEB list



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_004933/resolver
http://solgenomics.net/
https://pubmed.ncbi.nlm.nih.gov/20935049
https://pubmed.ncbi.nlm.nih.gov/16010005

Funding: USDA ;

ATC Inc. Advanced Technologies Cambridge ;
NSF 0116076;

NSF 9872617;

NSF 975866;

NSF 0421634

Availability: Public, The community can contribute to this resource
Resource Name: SGN

Resource ID: SCR_004933

Alternate IDs: nIx_89764, biotools:sol_genomics_network
Alternate URLSs: https://bio.tools/sol_genomics_network

Old URLs: http://www.sgn.cornell.edu/

Record Creation Time: 20220129T080227+0000

Record Last Update: 20250426T055739+0000

Ratings and Alerts
No rating or validation information has been found for SGN.

No alerts have been found for SGN.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 903 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.

Matuszkiewicz M, et al. (2025) Identification of genes involved in the tomato root response to
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Wang Y, et al. (2025) Identification of the CaCRT gene family and function of CaCRT1 under
low-temperature stress in pepper (Capsicum annuum L.). Scientific reports, 15(1), 90.
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Rochsar E, et al. (2025) Tissue-specific resistance and susceptibility to the tomato brown
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Analyses of bHLH Transcription Factor Family Reveal Their Relevance to Salt Stress
Response in Tomato. Plants (Basel, Switzerland), 14(2).
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analysis of calreticulin gene family in tomato. Frontiers in plant science, 15, 1397765.

Wang X, et al. (2024) Genome-Wide Analysis and ldentification of UDP Glycosyltransferases
Responsive to Chinese Wheat Mosaic Virus Resistance in Nicotiana benthamiana. Viruses,




16(4).

Martina M, et al. (2024) Revitalizing agriculture: next-generation genotyping and -omics
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Wang Y, et al. (2024) Harnessing clonal gametes in hybrid crops to engineer polyploid
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