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Type: Tool

Proper Citation

International Histocompatibility Cell and DNA Bank (RRID:SCR_004871)

Resource Information

URL: http://www.ihwg.org/

Proper Citation: International Histocompatibility Cell and DNA Bank (RRID:SCR_004871)

Description: The IHWG Cell and DNA Bank was established as a shared resource to
support the scientific projects of the 13th International Histocompatibility Workshop (IHWS).
The Research Cell Bank (RCB), located in Fred Hutchinson Cancer Research Center in
Seattle, WA, maintains the IHWG inventory. This comprehensive inventory includes B-
Lymphoblastoid Cell Lines (B-LCL) from previous International Workshops, HLA
heterozygous and homozygous donors, selected families, and individuals of diverse
population groups. The RCB maintains stocks of purified DNA derived from these cell lines,
as well as DNA reference panels that provide an extensive array of HLA and HLA-related
sequence polymorphisms. The RCB also provides cloned HLA genes and B-LCL transfected
with selected HLA genes, which are available on a limited basis.

Abbreviations: IHWG Cell and DNA Bank

Synonyms: International Histocompatibility Working Group Cell and DNA Bank,
International Histocompatibility Cell DNA Bank, International Histocompatibility Working
Group Cell DNA Bank, IHWG Cell DNA Bank

Resource Type: biomaterial supply resource, cell repository, material resource

Keywords: dna reference panel, sequence polymorphism, hla, hla gene, b-lymphoblastoid
cell line, cell line, dna, diverse population, human leukocyte antigen heterozygous, human
leukocyte antigen homozygous, hla sequence polymorphism, gene



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_004871/resolver
http://www.ihwg.org/

Related Condition: Diverse population, Human leukocyte antigen heterozygous, Human
leukocyte antigen homozygous

Funding:

Availability: Private: The IHWG Cell and DNA Bank was established as a shared resource
to support the scientific projects of the 13th International Histocompatibility Workshop
(IHWS).

Resource Name: International Histocompatibility Cell and DNA Bank
Resource ID: SCR_004871

Alternate IDs: nix_85137

Old URLSs: http://'www.ihwg.org/cellbank/index.html

Record Creation Time: 20220129T080227+0000

Record Last Update: 20250422T055210+0000

Ratings and Alerts

No rating or validation information has been found for International Histocompatibility Cell
and DNA Bank.

No alerts have been found for International Histocompatibility Cell and DNA Bank.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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