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Entrez GEO Profiles

RRID:SCR_004584
Type: Tool

Proper Citation

Entrez GEO Profiles (RRID:SCR_004584)

Resource Information

URL: http://www.ncbi.nlm.nih.gov/sites/entrez?db=geo

Proper Citation: Entrez GEO Profiles (RRID:SCR_004584)

Description: The GEO Profiles database stores gene expression profiles derived from
curated GEO DataSets. Each Profile is presented as a chart that displays the expression
level of one gene across all Samples within a DataSet. Experimental context is provided in
the bars along the bottom of the charts making it possible to see at a glance whether a
gene is differentially expressed across different experimental conditions. Profiles have
various types of links including internal links that connect genes that exhibit similar
behaviour, and external links to relevant records in other NCBI databases. GEO Profiles
can be searched using many different attributes including keywords, gene symbols, gene
names, GenBank accession numbers, or Profiles flagged as being differentially
expressed.

Synonyms: GEO Profiles, Gene Expression Omnibus Profiles
Resource Type: data or information resource, database
Keywords: gold standard

Resource Name: Entrez GEO Profiles

Resource ID: SCR_004584

Alternate IDs: nlx_57723

Alternate URLSs: http://www.ncbi.nlm.nih.gov/geo/

Record Creation Time: 20220129T080225+0000

Record Last Update: 20260821T193737+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_004584/resolver
http://www.ncbi.nlm.nih.gov/sites/entrez?db=geo

No rating or validation information has been found for Entrez GEO Profiles.

No alerts have been found for Entrez GEO Profiles.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2400 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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