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Proper Citation

BSRD (RRID:SCR_004249)

Resource Information

URL: http://kwanlab.bio.cuhk.edu.hk/BSRD/

Proper Citation: BSRD (RRID:SCR_004249)

Description: A repository for bacterial small regulatory RNA. They welcome you to submit 
new experimental validated sRNA targets.

Abbreviations: BSRD

Synonyms: BSRD - Bacterial Small Regulatory RNA Database, Bacterial Small Regulatory 
RNA Database

Resource Type: database, service resource, data or information resource, storage service 
resource, data repository

Defining Citation: PMID:23203879

Keywords: srna target, srna, small regulatory non-coding rna, bio.tools

Funding:

Availability: Acknowledgement requested, The community can contribute to this resource

Resource Name: BSRD

Resource ID: SCR_004249

Alternate IDs: biotools:bsrd, OMICS_01533

Alternate URLs: https://bio.tools/bsrd

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_004249/resolver
http://kwanlab.bio.cuhk.edu.hk/BSRD/
https://pubmed.ncbi.nlm.nih.gov/23203879


Record Creation Time: 20220129T080223+0000

Record Last Update: 20250429T054903+0000

Ratings and Alerts

No rating or validation information has been found for BSRD.

No alerts have been found for BSRD.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 29 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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norfloxacin exposure. Royal Society open science, 11(6), 232025.

Lee SM, et al. (2023) Experimental promoter identification of a foodborne pathogen 
Salmonella enterica subsp. enterica serovar Typhimurium with near single base-pair 
resolution. Frontiers in microbiology, 14, 1271121.

Grenier T, et al. (2023) Intestinal GCN2 controls Drosophila systemic growth in response to 
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biosciences, 7, 566207.

Furuhata Y, et al. (2019) Programmable RNA detection with a fluorescent RNA aptamer 
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Montánchez I, et al. (2019) Analysis of Vibrio harveyi adaptation in sea water microcosms at 
elevated temperature provides insights into the putative mechanisms of its persistence and 
spread in the time of global warming. Scientific reports, 9(1), 289.
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Possible role of RNA-OUT Encoded by the Pathogenicity Island (VPaI-7) of Pandemic 
Strains. International journal of molecular sciences, 20(11).
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14(2), e0212032.

Plágaro AH, et al. (2019) Defining the transcription landscape of the Gram-negative marine 
bacterium Vibrio harveyi. Genomics, 111(6), 1547.
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Genomics. Frontiers in microbiology, 9, 2811.

Du HH, et al. (2018) Global discovery of small RNAs in the fish pathogen Edwardsiella 
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Slager J, et al. (2018) Deep genome annotation of the opportunistic human pathogen 
Streptococcus pneumoniae D39. Nucleic acids research, 46(19), 9971.
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daptomycin response and resistance. Scientific reports, 7(1), 11067.


