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InBase

RRID:SCR_003881
Type: Tool

Proper Citation

InBase (RRID:SCR_003881)

Resource Information

URL.: http://tools.neb.com/inbase/

Proper Citation: InBase (RRID:SCR_003881)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on September
23,2022. InBase is a curated database devoted to inteins. It developed by a commercial
laboratory, New England BioLabs, that also provides products related to enzyme digests on
the same website. Users can access the Intein Registry, to discover properties of individual
inteins. They can also submit intein data, browse intein motfis, and view mechanisms and
introductions to protein splicing.

Synonyms: InBase
Resource Type: database, data or information resource

Defining Citation: PMID:10592269, PMID:11752343

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: InBase

Resource ID: SCR_003881

Alternate IDs: nif-0000-03020

Alternate URLSs: http://www.neb.com/neb/inteins.html



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_003881/resolver
http://tools.neb.com/inbase/
https://pubmed.ncbi.nlm.nih.gov/10592269
https://pubmed.ncbi.nlm.nih.gov/11752343

Record Creation Time: 20220129T080221+0000

Record Last Update: 20250522T060127+0000

Ratings and Alerts
No rating or validation information has been found for InBase.

No alerts have been found for InBase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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