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Proper Citation

National Center for Toxicological Research (RRID:SCR_002943)

Resource Information

URL: http://www.fda.gov/nctr/science/centers/toxicoinformatics/maqc/

Proper Citation: National Center for Toxicological Research (RRID:SCR_002943)

Description: The National Center for Toxicological Research (NCTR), FDA's internationally 
recognized research center, plays a critical role in FDA's mission. The unique scientific 
expertise of NCTR is critical in supporting FDA product centers and their regulatory roles. 
The NCTR is an important research component of the FDA that plays a critical role in the 
missions of FDA and DHHS to promote and protect public health. * NCTRin partnership with 
researchers from government, academia, and industrydevelops, refines, and applies current 
and emerging technologies to improve safety evaluations of FDA-regulated products. * 
NCTR fosters national and international collaborations to improve and protect public health 
and enhance the quality of life for the American people. Through the training of scientists 
from around the world, as well as FDA staff, NCTR researchers spread the principles of 
regulatory science globally. * NCTR conducts FDA research with the goal to develop a 
scientifically sound basis for regulatory decisions and reduce risks associated with FDA-
regulated products. NCTR represents the FDA on key committees of the National Toxicology 
Program (NTP), a program that evaluates the effects of chemicals on health. Over the past 
30 years, the NTP and NCTR have conducted studies on FDA-nominated compounds, 
providing data to support science-based regulatory decisions.

Abbreviations: NCTR

Synonyms: National Center for Toxicological Research (NCTR)

Resource Type: institution

Keywords: toxicology, research, technology, method, scientific, technical, research, 
biological, chemical, microorganism, toxic, mechanism, toxicity, expression, human, imaging, 
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Ratings and Alerts

No rating or validation information has been found for National Center for Toxicological 
Research.

No alerts have been found for National Center for Toxicological Research.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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induced liver injury prediction system (DILIps). PLoS computational biology, 7(12), 
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