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RRID:SCR_002873
Type: Tool

Proper Citation

IgBLAST (RRID:SCR_002873)

Resource Information

URL: http://www.ncbi.nlm.nih.gov/igblast/

Proper Citation: IgBLAST (RRID:SCR_002873)

Description: THIS RESOURCE IS NO LONGER IN SERVICE.Documented on January
4,2023. IgBLAST was developed at NCBI to facilitate analysis of immunoglobulin V region
seqguences in GenBank. In addition to performing a regular BLAST search, IgBLAST has
several additional functions: - Reports the germline V, D and J gene matches to the query
sequence. - Annotates the immunoglobulin domains (FWR1 through FWR3). - Matches the
returned hits (for databases other than germline genes) to the closest germline V genes,
making it easier to identify related sequences. - Reveals the V(D)J junction details such as
nucleotide homology between the ends of V(D)J segments and N nucleotide insertions. D
and J gene reporting is only for nucleotide sequence search and requires a stretch of five or
more nucleotide identity between the query and D or J genes. Sponsors: This resource is
supported by the National Center for Biotechnology Information, a division of the U.S.
National Library of Medicine.

Synonyms: IgBLAST
Resource Type: software resource, software application

Defining Citation: PMID:23671333

Keywords: gene, analysis, domain, homology, immunoglobulin v, nucleotide, sequence,
bio.tools

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
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Resource Name: IgBLAST

Resource ID: SCR_002873

Alternate IDs: nif-0000-25554, biotools:igblast, OMICS_06083

Alternate URLSs: https://bio.tools/igblast, https://sources.debian.org/src/ncbi-igblast/
Record Creation Time: 20220129T080215+0000

Record Last Update: 20250416T063311+0000

Ratings and Alerts
No rating or validation information has been found for IgBLAST.

No alerts have been found for IgBLAST.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 599 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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clonal dominance and poorer outcome using 5'RACE. Blood advances, 9(1), 101.

Yisimayi A, et al. (2024) Repeated Omicron exposures override ancestral SARS-CoV-2
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