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Proper Citation

GeneCards (RRID:SCR_002773)

Resource Information

URL.: http://genecards.org

Proper Citation: GeneCards (RRID:SCR_002773)

Description: Database of human genes that provides concise genomic, proteomic,
transcriptomic, genetic and functional information on all known and predicted human genes.
Information featured in GeneCards includes orthologies, disease relationships, mutations
and SNPs, gene expression, gene function, pathways, protein-protein interactions, related
drugs and compounds and direct links to cutting edge research reagents and tools such as
antibodies, recombinant proteins, clones, expression assays and RNAi reagents.

Abbreviations: GeneCards
Synonyms: GeneCards - The Human Gene Compendium
Resource Type: data or information resource, database

Defining Citation: PMID:20689021

Keywords: genome, human gene, genome, gene, genomic, proteomic, transcriptomic,
genetic, function, ortholog, disease, mutation, single nucleotide polymorphism, gene
expression, gene function, pathway, protein-protein interaction, drug, compound, reagent,
antibody, recombinant protein, clone, expression assay, rnai reagent, FASEB list

Funding:

Availability: Acknowledgement requested, Free for academic non-profit institutions,
Commercial license required for others
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Ratings and Alerts
No rating or validation information has been found for GeneCards.

No alerts have been found for GeneCards.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 5041 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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