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Type: Tool

Proper Citation

PANDAseq (RRID:SCR_002705)

Resource Information

URL: https://github.com/neufeld/pandaseq

Proper Citation: PANDAseq (RRID:SCR_002705)

Description: Software program to align Illumina reads, optionally with PCR primers
embedded in the sequence, and reconstruct an overlapping sequence.

Synonyms: PAired-eND Assembler for DNA sequences

Resource Type: software resource, source code

Defining Citation: PMID:22333067

Keywords: standalone software, unix/linux, mac os x, windows, c

Availability: Free, Available for download, Freely available

Resource Name: PANDAseq

Resource ID: SCR_002705

Alternate IDs: OMICS_05255

License: GNU General Public License, v3

Record Creation Time: 20220129T080214+0000

Record Last Update: 20260808T042530+0000

Ratings and Alerts

No rating or validation information has been found for PANDAseq.

No alerts have been found for PANDAseq.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_002705/resolver
https://github.com/neufeld/pandaseq
https://pubmed.ncbi.nlm.nih.gov/22333067


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 720 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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https://dknet.org/rin/sources/SCR_005400
https://dknet.org/data/record/nlx_144509-1/SCR_002705/resolver/mentions


Ashok Y, et al. (2026) Dosa: A method to covalently barcode proteins for high-throughput
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Doliwa A, et al. (2026) Dynamic stressor regimes drive shifts in biofilm-associated
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associated with enhanced autophagy-related signaling in DSS-induced colitis. Frontiers in
immunology, 17, 1779939.
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rat model of Parkinson's disease following nicotine administration. Biology of sex
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