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Parkinson’s Disease Biomarkers Program Data 
Management Resource (PDBP DMR)
RRID:SCR_002517
Type: Tool

Proper Citation

Parkinson’s Disease Biomarkers Program Data Management Resource (PDBP DMR) 
(RRID:SCR_002517)

Resource Information

URL: https://pdbp.ninds.nih.gov

Proper Citation: Parkinson’s Disease Biomarkers Program Data Management Resource 
(PDBP DMR) (RRID:SCR_002517)

Description: Common data management resource and web portal to promote discovery of 
Parkinson's Disease diagnostic and progression biomarker candidates for early detection 
and measurement of disease progression. PDBP will serve as multi-faceted platform for 
integrating existing biomarker efforts, standardizing data collection and management across 
these efforts, accelerating discovery of new biomarkers, and fostering and expanding 
collaborative opportunities for all stakeholders.

Abbreviations: PDBP

Synonyms: Parkinson's Disease Biomarkers Program, PDBP: Parkinsons Disease 
Biomarkers Program, Parkinson’s Disease Biomarkers Program Data Management 
Resource, PDBP DMR

Resource Type: biospecimen repository, service resource, storage service resource, 
material storage repository

Defining Citation: PMID:25976927

Keywords: parkinson's, clinical neuroinformatics, magnetic resonance, diagnostic, 
progression, biomarker, clinical
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https://dknet.org/data/record/nlx_144509-1/SCR_002517/resolver
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Related Condition: Parkinson's disease

Funding: nlm ;
NINDS

Availability: Restricted

Resource Name: Parkinson’s Disease Biomarkers Program Data Management Resource 
(PDBP DMR)

Resource ID: SCR_002517

Alternate IDs: nlx_155919

Alternate URLs: http://www.nitrc.org/projects/pdbp

Old URLs: http://pdbp.ninds.nih.gov/index.jsp

Record Creation Time: 20220129T080213+0000

Record Last Update: 20250519T203211+0000

Ratings and Alerts

No rating or validation information has been found for Parkinson’s Disease Biomarkers 
Program Data Management Resource (PDBP DMR).

No alerts have been found for Parkinson’s Disease Biomarkers Program Data Management 
Resource (PDBP DMR).

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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biology.

Wang L, et al. (2024) Peripheral immune cell abundance differences link blood mitochondrial 
DNA copy number and Parkinson's disease. NPJ Parkinson's disease, 10(1), 219.
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17355.
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Liu G, et al. (2021) Genome-wide survival study identifies a novel synaptic locus and 
polygenic score for cognitive progression in Parkinson's disease. Nature genetics, 53(6), 
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