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Cancer Genomics Consortium

RRID:SCR_002384
Type: Tool

Proper Citation

Cancer Genomics Consortium (RRID:SCR_002384)

Resource Information

URL.: http://www.cancergenomics.org/

Proper Citation: Cancer Genomics Consortium (RRID:SCR_002384)

Description: Consortium promoting communication and collaboration among cancer
cytogenomics laboratories, who are interested in applying microarray technologies to cancer
diagnosis and cancer research. Their oals are to (1) establish platform-neutral and cancer
specific microarray designs for diagnostic purposes, (2) share cancer microarray data
between participating institutions for education purposes, (3) create a public cancer array
database, and (4) carry out multicenter cancer genome translational research. Collaboration
amongst the different laboratories and researchers will not only provide validation for the
microarray design(s) but ultimately provide more comprehensive molecular information and
more accurate interpretation to better serve cancer patients and further cancer research. The
CGC was officially incorporated in June 2010 as a not-for-profit organization.

Abbreviations: CGC
Synonyms: CCMC, Cancer Cytogenomics Microarray Consortium

Resource Type: organization portal, data or information resource, community building
portal, portal

Keywords: cytogenetics, molecular genetics, molecular pathology, microarray technology,
cancer diagnosis, cancer research, microarry, cytogenomics, cancer cytogenomics, cancer
genetics, genetics

Related Condition: Cancer

Funding:



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_002384/resolver
http://www.cancergenomics.org/

Availability: Membership fee, Account required
Resource Name: Cancer Genomics Consortium
Resource ID: SCR_002384

Alternate IDs: OMICS 01776

Record Creation Time: 20220129T080213+0000

Record Last Update: 20250430T055142+0000

Ratings and Alerts
No rating or validation information has been found for Cancer Genomics Consortium.

No alerts have been found for Cancer Genomics Consortium.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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