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Proper Citation

OMICtools (RRID:SCR_002250)

Resource Information

URL.: https://scicrunch.org/resolver/SCR 002250

Proper Citation: OMICtools (RRID:SCR_002250)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented Jul 19, 2024.
Metadatabase manually curated that provides web accessible tools related to genomics,
transcriptomics, proteomics and metabolomics. Used as informative directory for multi-omic
data analysis.

Abbreviations: OMICtools
Synonyms: genOMIC tools
Resource Type: data or information resource, database, catalog

Defining Citation: PMID:25024350

Keywords: metadatabase, manually, curated, tool, genomic, transcriptomic, proteomic,
metabolomic, data

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: OMICtools

Resource ID: SCR_002250

Alternate IDs: nIx_155571
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Ratings and Alerts
No rating or validation information has been found for OMICtools.

No alerts have been found for OMICtools.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 33 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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