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Proper Citation

Degust (RRID:SCR_001878)

Resource Information

URL: http://victorian-bioinformatics-consortium.github.io/degust/

Proper Citation: Degust (RRID:SCR_001878)

Description: An interactive web tool for visualizing differential gene expression data.

Abbreviations: Degust

Synonyms: Degust - Take the time to digest and appreciate your Differential Gene 
Expression data, DGE-Vis

Resource Type: service resource, production service resource, data analysis service, 
analysis service resource, software resource

Keywords: differential gene expression, differential expression, gene expression, 
visualization

Funding:

Resource Name: Degust

Resource ID: SCR_001878

Alternate IDs: OMICS_01934

Record Creation Time: 20220129T080210+0000

Record Last Update: 20250429T054701+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_001878/resolver
http://victorian-bioinformatics-consortium.github.io/degust/


No rating or validation information has been found for Degust.

No alerts have been found for Degust.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 119 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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system SsuCC20p dictates the methylome of Streptococcus suis impacting the 
transcriptome and virulence in a zebrafish larvae infection model. mBio, 15(1), e0225923.

Ressel S, et al. (2024) RNA-RNA interactions between respiratory syncytial virus and miR-26 
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research, 52(9), 4872.

Lyons-Cohen MR, et al. (2024) Site-specific regulation of Th2 differentiation within lymph 
node microenvironments. The Journal of experimental medicine, 221(4).

Silver J, et al. (2024) Purification of mitochondria from skeletal muscle tissue for 
transcriptomic analyses reveals localization of nuclear-encoded noncoding RNAs. FASEB 
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Abe K, et al. (2024) Sex-dependent regulation of vertebrate somatic growth and aging by 
germ cells. Science advances, 10(24), eadi1621.

Nayer B, et al. (2024) Local administration of regulatory T cells promotes tissue healing. 
Nature communications, 15(1), 7863.
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communications, 15(1), 6480.
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Devereaux J, et al. (2024) Alterations in tryptophan metabolism and de novo NAD+ 
biosynthesis within the microbiota-gut-brain axis in chronic intestinal inflammation. Frontiers 
in medicine, 11, 1379335.
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metabolic genes in Escherichia coli. mSystems, 9(3), e0119323.
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13(3), e033279.
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Goh JY, et al. (2024) Transcriptomic analysis of rat prefrontal cortex following chronic stress 
induced by social isolation - Relevance to psychiatric and neurodevelopmental illness, and 
implications for treatment. Neurobiology of stress, 33, 100679.

Cao W, et al. (2024) A nucleic acid binding protein map of germline regulation in 
Caenorhabditis elegans. Nature communications, 15(1), 6884.
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preprint server for biology.


