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Proper Citation

UNAFold (RRID:SCR_001360)

Resource Information

URL: http://mfold.rna.albany.edu/

Proper Citation: UNAFold (RRID:SCR_001360)

Description: Software package for nucleic acid folding and hybridization prediction. It has 
capabilities to predict folding for single-stranded RNA or DNA through a combination of free 
energy minimization, partition function calculations and stochastic sampling. The program 
runs on Unix and Linux platforms as well as Mac OS X and Windows.

Synonyms: The UNAFold Web Server, UNAFold Web Server

Resource Type: software application, software resource, data analysis software, data 
processing software

Keywords: software, nucleic acid, folding, hybridization, prediction, rna, dna, stochastic 
sampling, bio.tools

Funding:

Availability: Available for download with a nominal $50 processing fee for academic and 
other non-commercial use, License required for commercial use

Resource Name: UNAFold

Resource ID: SCR_001360

Alternate IDs: biotools:unafold, nif-0000-07753

Alternate URLs: https://bio.tools/unafold/

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_001360/resolver
http://mfold.rna.albany.edu/


Record Creation Time: 20220129T080207+0000

Record Last Update: 20250517T055500+0000

Ratings and Alerts

No rating or validation information has been found for UNAFold.

No alerts have been found for UNAFold.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 290 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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genomics, 26(1), 34.
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transgenerational epigenetic inheritance of pathogen avoidance in C. elegans through the 
Ephrin receptor VAB-1. bioRxiv : the preprint server for biology.
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pyruvate derivative synthesis by minimizing carbon loss. mSystems, 9(3), e0083923.
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readthrough during Chikungunya virus replication. The Journal of general virology, 104(10).

Zarudnaya MI, et al. (2023) Structural diversity of the region encompassing DIS, SD and Psi 
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Ortega JA, et al. (2023) CLIP-Seq analysis enables the design of protective ribosomal RNA 
bait oligonucleotides against C9ORF72 ALS/FTD poly-GR pathophysiology. Science 
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ZooKeys, 1070, 13.
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vaccine provides durable immunogenicity and protection in non-human primates. Cell host & 
microbe, 29(9), 1437.
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