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Proper Citation

limmaGUI (RRID:SCR_001306)

Resource Information

URL: http://www.bioconductor.org/packages/release/bioc/html/limmaGUI.html

Proper Citation: limmaGUI (RRID:SCR_001306)

Description: Software package for a Graphical User Interface for the limma Microarray 
package.

Abbreviations: limmaGUI

Synonyms: limmaGUI - GUI for limma package

Resource Type: software resource

Defining Citation: PMID:15297296

Keywords: differential expression, gui, microarray, multiple comparison, preprocessing, 
quality control, two channel, bio.tools

Funding:

Availability: GNU Lesser General Public License

Resource Name: limmaGUI

Resource ID: SCR_001306

Alternate IDs: OMICS_02027, biotools:limmagui

Alternate URLs: https://bio.tools/limmagui

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_001306/resolver
http://www.bioconductor.org/packages/release/bioc/html/limmaGUI.html
https://pubmed.ncbi.nlm.nih.gov/15297296


Record Creation Time: 20220129T080206+0000

Record Last Update: 20250420T014025+0000

Ratings and Alerts

No rating or validation information has been found for limmaGUI.

No alerts have been found for limmaGUI.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Weil T, et al. (2017) Adaptive Mistranslation Accelerates the Evolution of Fluconazole 
Resistance and Induces Major Genomic and Gene Expression Alterations in Candida 
albicans. mSphere, 2(4).
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composition. The Journal of nutritional biochemistry, 26(4), 398.
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38(12), 3115.
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