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DNASTAR: Lasergene Core Suite

RRID:SCR_000291
Type: Tool

Proper Citation

DNASTAR: Lasergene Core Suite (RRID:SCR_000291)

Resource Information

URL.: http://www.dnastar.com/t-sub-solutions-molecular-biology-Sanger-Sequence-
Assembly.aspx

Proper Citation: DNASTAR: Lasergene Core Suite (RRID:SCR_000291)

Description: Software suite for the assembly and analysis of Sanger sequencing data within
the SeqMan Pro application. The software's functions include: assembling reads into groups
based on sequence names, trimming vector and poor quality data, restoration of sequence
ends and designing of sequence primers.

Synonyms: Lasergene Molecular Biology Suite, Sanger Sequence Assembly Software,
DNASTAR's Lasergene Core Suite software, Lasergene Core Suite

Resource Type: software resource, software toolkit

Defining Citation: PMID:10547832

Keywords: rna, dna, sequence, restoration, primer, snp
Funding:

Availability: Commercial license, Free trial is available
Resource Name: DNASTAR: Lasergene Core Suite
Resource ID: SCR_000291

Alternate IDs: OMICS 01811
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Record Creation Time: 20220129T080200+0000

Record Last Update: 20250429T054555+0000

Ratings and Alerts
No rating or validation information has been found for DNASTAR: Lasergene Core Suite.

No alerts have been found for DNASTAR: Lasergene Core Suite.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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