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Type: Tool

Proper Citation

Chinese Genome Sequence Archive (RRID:SCR_025826)

Resource Information

URL: https://ngdc.cncb.ac.cn/gsa/

Proper Citation: Chinese Genome Sequence Archive (RRID:SCR_025826)

Description: Public archive of raw sequence data in National Genomics Data Center as
part of the China National Center for Bioinformation. GSA accepts worldwide data
submissions, performs data curation and quality control for all submitted data. Provides
data storage and sharing services.

Abbreviations: GSE

Synonyms: Genome Sequence Archive Family, , Genome Sequence Archive

Resource Type: data or information resource, database

Defining Citation: PMID:34400360

Keywords: Chinese National Genomics Data Center, raw sequence data, data storage
and sharing,

Funding: National Key R and D Program of China ;
Strategic Priority Research Program of Chinese Academy of Sciences ;
Genomics Data Center Construction of Chinese Academy of Sciences ;
National Natural Science Foundation of China ;
International Partnership Program of the Chinese Academy of Sciences

Resource Name: Chinese Genome Sequence Archive

Resource ID: SCR_025826

Alternate IDs: r3d100012342

Alternate URLs: https://doi.org/10.17616/R3094D

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_025826/resolver
https://ngdc.cncb.ac.cn/gsa/
https://pubmed.ncbi.nlm.nih.gov/34400360


Record Creation Time: 20241001T053245+0000

Record Last Update: 20260817T040720+0000

Ratings and Alerts

No rating or validation information has been found for Chinese Genome Sequence
Archive.

No alerts have been found for Chinese Genome Sequence Archive.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1805 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Zeng Y, et al. (2026) Endophyte Acrocalymma vagum establishes the holobiont with rice
to attract beneficial microorganisms and promote disease resistance. Journal of advanced
research, 79, 161.
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for constructing diverse surfactin lipopeptide. Communications biology, 9(1), 126.
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Soybean. Plant biotechnology journal, 24(4), 2040.
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resistance of Spodoptera frugiperda to beta-cypermethrin and decreases the amino acid
levels. Microbiology spectrum, 14(1), e0315025.
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Xing J, et al. (2026) Integrative transcriptomic and metabolomic analyses provide insights
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Wen SH, et al. (2026) PD-1 blockade promotes mucosal CD4+ T cell IL-10 production
through altering microbiota to reduce intestinal ischemia reperfusion injury. Gut microbes,
18(1), 2638008.
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