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ISOLDE

RRID:SCR_025577
Type: Tool

Proper Citation

ISOLDE (RRID:SCR_025577)

Resource Information

URL.: https://tristanic.github.io/isolde/

Proper Citation: ISOLDE (RRID:SCR_025577)

Description: Software environment to ease task of building macromolecular models into
low to medium resolution experimental maps. Physically realistic environment for model
building into low-resolution electron-density maps. Can generate maps directly from
crystallographic F/sigF data in MTZ format and automatically re-calculate them when
model changes, and/or generate "static" maps from pre-calculated F/phi data.

Resource Type: software application, software resource

Defining Citation: PMID:29872003

Keywords: software environment, model building, building macromolecular models, low
resolution electron density maps, experimental maps,

Funding: Wellcome Trust

Availability: Free, Freely available

Resource Name: ISOLDE

Resource ID: SCR_025577

License URLSs: https://tristanic.github.io/isolde/licensing/index.html
Record Creation Time: 20240803T053302+0000

Record Last Update: 20260727T040840+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_025577/resolver
https://tristanic.github.io/isolde/
https://pubmed.ncbi.nlm.nih.gov/29872003

No rating or validation information has been found for ISOLDE.

No alerts have been found for ISOLDE.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Rose K, et al. (2025) In situ cryo-ET visualization of mitochondrial depolarization and
mitophagic engulfment. Proceedings of the National Academy of Sciences of the United
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101668.
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elLife, 13.
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Hapten-Based Strategies. Cancer research.
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