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Proper Citation

Bio-Rad QuantaSoft Analysis Pro (RRID:SCR_025321)

Resource Information

URL: https://www.bio-rad.com/webroot/web/pdf/lsr/literature/QuantaSoft-Analysis-Pro-
v1.0-Manual.pdf

Proper Citation: Bio-Rad QuantaSoft Analysis Pro (RRID:SCR_025321)

Description: Software analysis tool that enables data analysis of multiplex experiments
and advanced applications and assay strategies for Droplet Digital PCR (ddPCR). For use
with data files generated on QX100 or QX200 Droplet Reader using QuantSoft Standard
Edition Software versions 1.4 or later.

Synonyms: QuantaSoft AP

Resource Type: software application, software resource, data processing software, data
analysis software

Keywords: Droplet Digital PCR, data files reader, QX100 Droplet Reader data, QX200
Droplet Reader data,

Resource Name: Bio-Rad QuantaSoft Analysis Pro

Resource ID: SCR_025321

Alternate URLs: https://www.bio-rad.com

Record Creation Time: 20240511T053259+0000

Record Last Update: 20260728T043722+0000

Ratings and Alerts

No rating or validation information has been found for Bio-Rad QuantaSoft Analysis Pro.

No alerts have been found for Bio-Rad QuantaSoft Analysis Pro.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1221 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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