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Resource Information

URL: https://mibig.secondarymetabolites.org/

Proper Citation: Minimum Information about Biosynthetic Gene cluster
(RRID:SCR_023660)

Description: MIBIG is genomic standards consortium project and biosynthetic gene
cluster database used as reference dataset. Provides community standard for annotations
and metadata on biosynthetic gene clusters and their molecular products. Standardised
data format that describes minimally required information to uniquely characterise
biosynthetic gene clusters. MIBIG 2.0 is expended repository for biosynthetic gene
clusters of known function. MIBIG 3.0 is database update comprising large scale validation
and re-annotation of existing entries and new entries. Community driven effort to annotate
experimentally validated biosynthetic gene clusters.

Abbreviations: MIBIG
Synonyms: MIBIG 3.0, MIBIG 2.0
Resource Type: data or information resource, database, portal, project portal

Defining Citation: PMID:36399496, DOI:10.1093/nar/gkz882

Keywords: Genomic standards consortium project, community standard, annotations and
metadata standards, biosynthetic gene clusters, sequence framework, biosynthetic gene
cluster data,
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Ratings and Alerts

No rating or validation information has been found for Minimum Information about
Biosynthetic Gene cluster.

No alerts have been found for Minimum Information about Biosynthetic Gene cluster.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 55 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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e0326734.
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Lai Q, et al. (2025) Deciphering the biosynthetic potential of microbial genomes using a
BGC language processing neural network model. Nucleic acids research, 53(7).

Augustijn HE, et al. (2025) Regulatory Genes as Beacons for Discovery and Prioritization
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