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Fred Hutchinson Cancer Center Flow Cytometry Core
Facility

RRID:SCR_022613
Type: Tool

Proper Citation

Fred Hutchinson Cancer Center Flow Cytometry Core Facility (RRID:SCR_022613)

Resource Information

URL.: https://www.fredhutch.org/en/research/shared-resources/core-facilities/flow-
cytometry.html

Proper Citation: Fred Hutchinson Cancer Center Flow Cytometry Core Facility
(RRID:SCR_022613)

Description: Includes services from sterile cell sorting for therapeutic applications to whole
cell mass spectrometry, diagnostics and early stage clinical trials. Provides expertise from
experimental design to data analysis and troubleshooting, therapeutic cell sorting. Supports
isolation of cells for Phase 1 clinical trials of cellular immunotherapies.

Synonyms: Fred Hutchinson Cancer Center Flow Cytometry Shared Resource
Resource Type: access service resource, core facility, service resource

Keywords: sterile cell sorting, whole cell mass spectrometry, diagnostics, early stage clinical
trials, therapeutic cell sorting, Phase 1 clinical trials, cellular immunotherapies, ABRF,
USEDit

Funding:
Availability: Open
Resource Name: Fred Hutchinson Cancer Center Flow Cytometry Core Facility

Resource ID: SCR_022613
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Ratings and Alerts

No rating or validation information has been found for Fred Hutchinson Cancer Center Flow
Cytometry Core Facility.

No alerts have been found for Fred Hutchinson Cancer Center Flow Cytometry Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 20 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET.
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Carr CR, et al. (2024) Deep mutational scanning reveals functional constraints and antigenic
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Aditham AK, et al. (2024) Deep mutational scanning of rabies glycoprotein defines
mutational constraint and antibody-escape mutations. bioRxiv : the preprint server for
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binding protein. bioRxiv : the preprint server for biology.

Dadonaite B, et al. (2024) Spike deep mutational scanning helps predict success of SARS-
CoV-2 clades. Nature, 631(8021), 617.
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in antibody-dependent enhancement of dengue virus infection. bioRxiv : the preprint server
for biology.
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