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Proper Citation

NCBI Datasets (RRID:SCR_022569)

Resource Information

URL: https://www.ncbi.nlm.nih.gov/datasets/

Proper Citation: NCBI Datasets (RRID:SCR_022569)

Description: Platform to let you gather data from across NCBI databases. Allows to find and 
download gene, transcript, protein and genome sequences, annotation and metadata.

Resource Type: organization portal, data or information resource, portal

Keywords: NCBI databases data, find and download gene, transcript, protein and genome 
sequences, annotation and metadata

Funding:

Availability: Free, Freely available

Resource Name: NCBI Datasets

Resource ID: SCR_022569

Record Creation Time: 20220720T050146+0000

Record Last Update: 20250517T060509+0000

Ratings and Alerts

No rating or validation information has been found for NCBI Datasets.

No alerts have been found for NCBI Datasets.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_022569/resolver
https://www.ncbi.nlm.nih.gov/datasets/


Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 32 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Dittmann MA, et al. (2024) Comparative transcriptomics and phylostratigraphy of Argentine 
ant odorant receptors. PloS one, 19(9), e0307604.
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Zhang ZX, et al. (2024) ?Phylogenomics, taxonomy and morphological characters of the 
Microdochiaceae (Xylariales, Sordariomycetes). MycoKeys, 106, 303.
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research, 52(20), 12498.
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28(4), 156.
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Bioinformatics advances, 4(1), vbae079.
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reveals a genome ejection motor. Nature communications, 15(1), 8482.


