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Proper Citation

Agilent: BioAnalyzer 2100 (RRID:SCR_019715)

Resource Information

URL: https://www.agilent.com/cs/library/posters/Public/BioAnalyzer.PDF

Proper Citation: Agilent: BioAnalyzer 2100 (RRID:SCR_019715)

Description: 2100 Bioanalyzer system is an established automated electrophoresis tool
for the sample quality control of biomolecules. The 2100 Bioanalyzer instrument, together
with the 2100 Expert Software and Bioanalyzer assays, provide highly precise analytical
evaluation of various samples types in many workflows, including next generation
sequencing (NGS), gene expression, biopharmaceutical, and gene editing research.
Digital data is provided in a timely manner and delivers objective assessment of sizing,
quantitation, integrity and purity from DNA, RNA, and proteins. Minimal sample volumes
are required for an accurate result, and the data may be exported in a many different
formats for ease-of-use.

Resource Type: instrument resource

Keywords: Bioanalyzer system, Instrument, Equipment, USEDit

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/refs/heads/main/PDF/SCR_019715.pdf

Resource Name: Agilent: BioAnalyzer 2100

Resource ID: SCR_019715

Alternate IDs: Model_Number_Agilent_2100

Record Creation Time: 20220129T080346+0000

Record Last Update: 20260725T190919+0000
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No rating or validation information has been found for Agilent: BioAnalyzer 2100.

No alerts have been found for Agilent: BioAnalyzer 2100.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 943 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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