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BD Biosciences: FACS Jazz Cell Sorter

RRID:SCR_019599
Type: Tool

Proper Citation

BD Biosciences: FACS Jazz Cell Sorter (RRID:SCR_019599)

Resource Information

URL.: https://blogs.sun.ac.za/fmc/files/2015/03/Specification-sheet-BD-FACSJazz.pdf

Proper Citation: BD Biosciences: FACS Jazz Cell Sorter (RRID:SCR_019599)

Description: Cell sorter that uses principles of flow cytometry to collect only cells of
interest from heterogenous suspension. Can be configured with up to three lasers and
eight parameters.

Resource Type: instrument resource
Keywords: BD Biosciences, cell sorting, Instrument Equipment, USEDit
Availability: Commercially available

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_019875.pdf

Resource Name: BD Biosciences: FACS Jazz Cell Sorter

Resource ID: SCR_019599

Alternate IDs: SCR_019875, Model Number_ FACSJazz

Alternate URLSs: https://blogs.sun.ac.za/fmc/bd-facsjazz/

Old URLs: https://www.bdbiosciences.com/documents/BD_FACSJazz_Brochure.pdf
Record Creation Time: 20220129T080346+0000

Record Last Update: 20260725T190915+0000
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No rating or validation information has been found for BD Biosciences: FACS Jazz Cell
Sorter.

No alerts have been found for BD Biosciences: FACS Jazz Cell Sorter.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 28 mentions in open access literature.
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