
Resource Summary Report

Generated by dkNET on Aug 15, 2026

Vmatch
RRID:SCR_018968
Type: Tool

Proper Citation

Vmatch (RRID:SCR_018968)

Resource Information

URL: http://www.vmatch.de/

Proper Citation: Vmatch (RRID:SCR_018968)

Description: Software tool for e???ciently solving large scale sequence matching tasks.

Resource Type: data processing software, software application, data analysis software,
software resource, sequence analysis software

Keywords: Sequence analysis, large scale, sequence matching, sequence, matching,
bio.tools

Availability: Free, Available for download, Freely available

Resource Name: Vmatch

Resource ID: SCR_018968

Alternate IDs: OMICS_19963, biotools:vmatch

Alternate URLs: https://bio.tools/vmatch, https://sources.debian.org/src/vmatch/

Record Creation Time: 20220129T080342+0000

Record Last Update: 20260815T182606+0000

Ratings and Alerts

No rating or validation information has been found for Vmatch.

No alerts have been found for Vmatch.

Data and Source Information

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_018968/resolver
http://www.vmatch.de/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 56 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Li Q, et al. (2026) The First Complete Mitochondrial Genome of Corydalis impatiens
(Papaveraceae) and Its Phylogenetic Implications. Current issues in molecular biology,
48(3).

Liu S, et al. (2026) Complete chloroplast genome features and phylogenetic analysis of
Clematis cadmia. Scientific reports, 16(1).

Song XF, et al. (2026) The complete mitochondrial genome of the Perinereis linea
(Polychaeta: Nereididae) and Nereididae phylogenetic implications. Mitochondrial DNA.
Part B, Resources, 11(5), 604.

Jiang J, et al. (2026) Phylogeny and Selection Pressure of Genus Chimarrogale in China
Based on Mitochondrial Genomes. Animals : an open access journal from MDPI, 16(10).

Li D, et al. (2025) Assembly and comparative analysis of the first complete mitochondrial
genome of Camellia sinensis var. assamica 'Hainan Dayezhong', endemic to Hainan
Province, China. BMC plant biology, 25(1), 1304.

Zhang S, et al. (2025) Characterization of the Complete Mitochondrial Genome of
Angulyagra polyzonata and Its Phylogenetic Status in Viviparidae. Animals : an open
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Wei F, et al. (2025) Comparative analysis of complete chloroplast genomes of Flemingia
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Zhu Z, et al. (2025) Sequencing, Assembly, and Comparative Evolutionary Analysis of the
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communications, 6(1), 101131.
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Zhao M, et al. (2024) Complete Chloroplast Genome Sequence Structure and
Phylogenetic Analysis of Kohlrabi (Brassica oleracea var. gongylodes L.). Genes, 15(5).
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Viruses, 15(12).


