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Type: Tool

Proper Citation

Johns Hopkins University School of Medicine Genetic Resources Core Facility
(RRID:SCR_018669)

Resource Information

URL: https://grcf.jhmi.edu/

Proper Citation: Johns Hopkins University School of Medicine Genetic Resources Core
Facility (RRID:SCR_018669)

Description: Established to produce immortalized cell lines from human blood (EBV
transformations). Offers genomics applications for single cells, including RNA-seq, gene
expression profiling by qPCR and DNA amplification for whole-genome or targeted
(exome or PCR-based analysis) through 10x Genomics Chromium platform (similar to
Drop Seq). Offers custom genotyping to analyze short tandem repeats, variable number
tandem repeats and single nucleotide polymorphisms.

Abbreviations: GRCF

Synonyms: GRCF Cell Center, Genetic Resources Core Facility, JHU-NAT, GRCF
Biorepository and Cell Center, GRCF DNA Services, Genetic Resources Core Facility
(GRCF) BioRepository and Cell Center, JHU Nucleic Acid Technologies, JHU BioBank

Resource Type: access service resource, service resource, core facility

Keywords: USEDit, immortalized cell line production, human blood, RNAseq, gene
expression profiling, qPCR, DNA amplification, exome, genome, PCR, analysis, ABRF

Resource Name: Johns Hopkins University School of Medicine Genetic Resources Core
Facility

Resource ID: SCR_018669

Alternate IDs: ABRF_344

Alternate URLs: https://grcf.jhmi.edu/grcf-services/
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https://dknet.org/data/record/nlx_144509-1/RRID:SCR_018669/resolver
https://grcf.jhmi.edu/


Old URLs: https://grcf.jhmi.edu/biorepository-cell-center/

Record Creation Time: 20220129T080341+0000

Record Last Update: 20260729T044443+0000

Ratings and Alerts

No rating or validation information has been found for Johns Hopkins University School of
Medicine Genetic Resources Core Facility.

No alerts have been found for Johns Hopkins University School of Medicine Genetic
Resources Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 52 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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