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MyGene.info

RRID:SCR_018660
Type: Tool

Proper Citation

MyGene.info (RRID:SCR_018660)

Resource Information

URL: https://mygene.info/

Proper Citation: MyGene.info (RRID:SCR_018660)
Description: Web service for querying or retrieving gene annotation data.
Resource Type: service resource, software resource, data access protocol, web service

Defining Citation: DOI:10.1186/s13059-016-0953-9

Keywords: Querying gene, gene, annotation, gene annotation, annotation data, gene
annotation data, retrieving gene annotation data, bio.tools

Funding: NHGRI U01 HG008473;
NIGMS GM083924;

NIGMS U54 GM114833;

NHGRI U01 HG006476;

NCI K22 CA188163;

NCATS UL1 TR0O01114;

Scripps Translational Science Institute

Availability: Free, Freely available

Resource Name: MyGene.info

Resource ID: SCR_018660

Alternate IDs: biotools:mygene.info, BioTools:mygene.info

Alternate URLSs: https://bio.tools/mygene.info, https://bio.tools/mygene.info,
https://bio.tools/mygene.info

Record Creation Time: 20220129T080341+0000

Record Last Update: 20260729T044447+0000



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_018660/resolver
https://mygene.info/
https://dx.doi.org/10.1186/s13059-016-0953-9

Ratings and Alerts
No rating or validation information has been found for MyGene.info.

No alerts have been found for MyGene.info.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 20 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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Mancuso CA, et al. (2024) Joint representation of molecular networks from multiple
species improves gene classification. PLoS computational biology, 20(1), e1011773.
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19 chronic effects and treatment. Briefings in bioinformatics, 22(2), 1430.

Lolansen SD, et al. (2021) Elevated CSF inflammatory markers in patients with idiopathic
normal pressure hydrocephalus do not promote NKCC1 hyperactivity in rat choroid plexus.
Fluids and barriers of the CNS, 18(1), 54.

Veldsman WP, et al. (2021) Comparative genomics of the coconut crab and other
decapod crustaceans: exploring the molecular basis of terrestrial adaptation. BMC
genomics, 22(1), 313.
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sensitivity. Scientific reports, 10(1), 17682.




