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Proper Citation

cRAP protein sequences (RRID:SCR_018187)

Resource Information

URL: https://www.thegpm.org/crap/

Proper Citation: cRAP protein sequences (RRID:SCR_018187)

Description: List of proteins commonly found in proteomics experiments that are present
either by accident or through unavoidable contamination of protein samples. List is based
on analysis of current version of GPMDB, as well as suggestions by users. Current
version of cRAP in FASTA format can be obtained from the GPM FTP site.

Abbreviations: cRAP

Synonyms: common Repository of Adventitious Proteins

Resource Type: database, data repository, storage service resource, data or information
resource, service resource

Keywords: Protein, collection, proteomic experiment, protein sample, contamination,
Global Proteome Machine Data Base, data repository, data, FASEB list

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: cRAP protein sequences

Resource ID: SCR_018187

Alternate URLs: ftp://ftp.thegpm.org/fasta/cRAP

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260815T182715+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_018187/resolver
https://www.thegpm.org/crap/


No rating or validation information has been found for cRAP protein sequences.

No alerts have been found for cRAP protein sequences.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 198 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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