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Proper Citation

KEGG PATHWAY Database (RRID:SCR_018145)

Resource Information

URL: https://www.genome.jp/kegg/pathway.html

Proper Citation: KEGG PATHWAY Database (RRID:SCR_018145)

Description: Reference database for pathway mapping in KEGG Mapper. Collection of
manually drawn pathway maps representing knowledge on molecular interaction, reaction
and relation networks for metabolism, genetic information processing, environmental
information processing, cellular processes, organisms systems, human diseases, drug
development.

Synonyms: KEGG PATHWAY

Resource Type: service resource, database, data or information resource

Keywords: Pathway mapping, reference database, KEGG Mapper, molecular interaction,
reaction and relation network, metabolism, genetic information processing, cellular
process, organism system, human disease, drug development, data

Availability: Free, Freely available

Resource Name: KEGG PATHWAY Database

Resource ID: SCR_018145

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260807T042917+0000

Ratings and Alerts

No rating or validation information has been found for KEGG PATHWAY Database.

No alerts have been found for KEGG PATHWAY Database.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_018145/resolver
https://www.genome.jp/kegg/pathway.html


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1224 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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dehydrogenase deficiency mouse model. American journal of physiology. Heart and
circulatory physiology, 330(2), H484.
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Connecting Nuclear and Mitochondrial Transcriptional Processes and Mitophagy.
International journal of biological sciences, 22(1), 178.
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Ahmad W, et al. (2026) Dysregulated host miRNAs with antiviral potential against SARS-
CoV-2 identified from COVID-19 patients. Journal of translational medicine, 24(1).

Ozawa M, et al. (2026) PTBP1 supports mouse spermatogenesis by facilitating
cytoskeletal organization through the mTORC2-PKC? pathway in Sertoli cells.
Communications biology, 9(1).

Wang L, et al. (2026) Site-specific HPV18 integration facilitates cervical carcinogenesis
through metabolic reprogramming-induced dysfunction of the SpHK1/S1P/S1PR1
pathway. Cell death & disease, 17(1), 24.

Tian JX, et al. (2026) Integrated hepatic transcriptome and metabolome reveal the
mechanisms of Jiangtang Tiaozhi formula on improving glycolipid metabolic disorder.
World journal of diabetes, 17(2), 111453.
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biotechnology journal, 31, 221.

Alexovi? M, et al. (2026) Peripheral blood CD14 + monocytes in luminal breast carcinoma
subtypes: in preliminary research and overview of candidate biomarker proteins. Scientific
reports, 16(1).
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communications, 17(1).
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