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Proper Citation

NetPhos (RRID:SCR_017975)

Resource Information

URL: http://www.cbs.dtu.dk/services/NetPhos/

Proper Citation: NetPhos (RRID:SCR_017975)

Description: Web tool as artificial neural network method that predicts phosphorylation
sites in independent sequences. Web application based on determination of activity of
protein kinases using in vitro assays with either naturally occurring peptides or synthetic
peptides. NetPhos 3.1 server predicts serine, threonine or tyrosine phosphorylation sites
in eukaryotic proteins using ensembles of neural networks. Both generic and kinase
specific predictions are performed. Generic predictions are identical to predictions
performed by NetPhos 2.0. Kinase specific predictions are identical to predictions by
NetPhosK 1.0. NetPhos 3.1 is available as stand-alone software package.

Synonyms: NetPhos 3.1, NetPhos 2.0

Resource Type: software resource, standalone software, data access protocol, service
resource, production service resource, web service, software application, analysis service
resource

Defining Citation: PMID:10600390

Keywords: Neural network, predict, phosphorylation site, independent sequence, protein,
kinase, serine, threonine, tyrosine, eukaryotic, bio.tools

Availability: Free, Freely available

Resource Name: NetPhos

Resource ID: SCR_017975

Alternate IDs: biotools:netphos

Alternate URLs: https://bio.tools/netphos

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_017975/resolver
http://www.cbs.dtu.dk/services/NetPhos/
https://pubmed.ncbi.nlm.nih.gov/10600390


Old URLs: http://www.cbs.dtu.dk/services/NetPhos-2.0/

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260807T042918+0000

Ratings and Alerts

No rating or validation information has been found for NetPhos.

No alerts have been found for NetPhos.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 448 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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