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Proper Citation

ape (RRID:SCR_017343)

Resource Information

URL: https://CRAN.R-project.org/package=ape

Proper Citation: ape (RRID:SCR_017343)

Description: Software R package for analysis of phylogenetics and evolution.
Environment for modern phylogenetics and evolutionary analyses in R.

Synonyms: ape 3.0, ape 5.0, Analysis of Phylogenetics and Evolution

Resource Type: software resource, software application, data analysis software, data
processing software

Defining Citation: PMID:30016406, PMID:14734327, PMID:22495750

Keywords: analysis, phylogenetics, evolution, bio.tools
Availability: Free, Available for download, Freely available
Resource Name: ape

Resource ID: SCR_017343

Alternate IDs: biotools:ape

Alternate URLSs: https://cran.r-project.org/web/packages/ape/ape.pdf, http://ape-
package.ird.fr/, https://bio.tools/ape

License: GPLv3
Record Creation Time: 20220129T080334+0000

Record Last Update: 20260808T042855+0000

Ratings and Alerts



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_017343/resolver
https://CRAN.R-project.org/package=ape
https://pubmed.ncbi.nlm.nih.gov/30016406
https://pubmed.ncbi.nlm.nih.gov/14734327
https://pubmed.ncbi.nlm.nih.gov/22495750

No rating or validation information has been found for ape.

No alerts have been found for ape.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 52 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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communications, 6(5), 1020.
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orchids. Current biology : CB, 36(7), 1842.
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plasticity, and microenvironment niches in combined small-cell lung cancer. Cell reports.
Medicine, 7(4), 102741.
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genomes. Current biology : CB, 36(13), 3354.
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sampling approach. FEBS open bio, 15(12), 2001.

Damiati LA, et al. (2025) Rhizospheric and Endophytic Microbial Communities Associated
with Leptadenia pyrotechnica in Arid Zones. Microorganisms, 13(9).

Moshiri N, et al. (2025) CompactTree: a lightweight header-only C++ library and Python
wrapper for ultra-large phylogenetics. GigaByte (Hong Kong, China), 2025, gigabytel152.
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analysis in teleost fish. The Journal of experimental biology, 228(13).
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Christmas MJ, et al. (2025) Interpreting mammalian synonymous site conservation in light
of the unwanted transcript hypothesis. Nature communications, 16(1), 2007.

Krueger ME, et al. (2025) Comparative analysis of Parkinson's and inflammatory bowel
disease gut microbiomes reveals shared butyrate-producing bacteria depletion. NPJ
Parkinson's disease, 11(1), 50.

Wilken AT, et al. (2025) Avian cranial kinesis is the result of increased encephalization
during the origin of birds. Proceedings of the National Academy of Sciences of the United
States of America, 122(13), e2411138122.

Kariyayama H, et al. (2025) Hagfish olfactory repertoire illuminates lineage-specific
diversification of olfaction in basal vertebrates. iScience, 28(12), 114118.

Menozzi E, et al. (2025) Exploring the relationship between GBA1 host genotype and gut
microbiome in the GBA1 L444P/WT mouse model: implications for Parkinson's disease
pathogenesis. Frontiers in neuroscience, 19, 1546203.
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normal cells. Cell genomics, 4(2), 100499.
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