
Resource Summary Report

Generated by dkNET on Apr 30, 2025

NOVOPlasty
RRID:SCR_017335
Type: Tool

Proper Citation

NOVOPlasty (RRID:SCR_017335)

Resource Information

URL: https://github.com/ndierckx/NOVOPlasty

Proper Citation: NOVOPlasty (RRID:SCR_017335)

Description: Software package as de novo assembler and heteroplasmy variance caller for 
short circular genomes. Used for de novo assembly of organelle genomes from whole 
genome data.

Resource Type: image analysis software, software resource, data processing software, 
software application, alignment software

Defining Citation: PMID:28204566

Keywords: de novo, assembler, heteroplasmy, variance, caller, short, circular, genome, 
organelle, whole, data

Funding: Interuniversity Institute of Bioinformatics in Brussels ;
Belgian Kids Fund ;
Hôpital Universitaire des Enfants Reine Fabiola

Availability: Free, Available for download, Freely available

Resource Name: NOVOPlasty

Resource ID: SCR_017335

License URLs: https://github.com/ndierckx/NOVOPlasty/blob/master/LICENSE

Record Creation Time: 20220129T080334+0000
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Record Last Update: 20250430T060116+0000

Ratings and Alerts

No rating or validation information has been found for NOVOPlasty.

No alerts have been found for NOVOPlasty.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 132 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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He M, et al. (2024) Characterization of the complete mitochondrial genome of the medical 
fungus Ganoderma resinaceum Boud., 1889 (Polyporales: Ganodermataceae). 
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Littorinimorpha. PloS one, 19(3), e0301389.
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Song BN, et al. (2024) Phylogeny and diversification of genus Sanicula L. (Apiaceae): novel 
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evolution of the superfamily Tenebrionoidea (Coleoptera: Polyphage). Ecology and evolution, 
14(6), e11520.
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Wang S, et al. (2024) Contributions to the Knowledge of Nemognathinae (Coleoptera: 
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BMC genomics, 25(1), 298.

Song BN, et al. (2024) Plastid phylogenomics contributes to the taxonomic revision of taxa 
within the genus Sanicula L. and acceptance of two new members of the genus. Frontiers in 
plant science, 15, 1351023.

Zhang L, et al. (2024) First complete mitochondrial genome of Pselliophora (Diptera, 
Tipulidae): genome description and phylogenetic implications. Mitochondrial DNA. Part B, 
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