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Clustal 2

RRID:SCR_017055
Type: Tool

Proper Citation

Clustal 2 (RRID:SCR_017055)

Resource Information

URL: http://www.clustal.org/clustal2/

Proper Citation: Clustal 2 (RRID:SCR_017055)

Description: Software tool for nucleotide sequence alignment. Graphical version of
multiple sequence alignment program for DNA and proteins. Windows interface for
ClustalW multiple sequence alignment program. Provides integrated environment for
performing multiple sequence and profile alignments and analyzing results. Available on
Linux, Mac and Windows.

Synonyms: Clustalx, CLUSTAL_X, clustalx, clustal X, clustal2

Resource Type: software application, software resource, data processing software, data
visualization software, alignment software, image analysis software

Defining Citation: PMID:17846036, PMID:9396791

Keywords: graphical, multiple, sequence, alignment, DNA, protein

Funding: Science Foundation Ireland ;
INSERM ;

CNRS;

Minist??re de la Recherche et Technologie ;
EMBL

Availability: Free, Available for download, Freely available
Resource Name: Clustal 2
Resource ID: SCR_017055

Alternate IDs: biotools:clustal?



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_017055/resolver
http://www.clustal.org/clustal2/
https://pubmed.ncbi.nlm.nih.gov/17846036
https://pubmed.ncbi.nlm.nih.gov/9396791

Alternate URLSs: http://www.clustal.org/download/clustalx_help.html,
https://bio.tools/clustal2

License: GNU Lesser GPL
Record Creation Time: 20220129T080333+0000

Record Last Update: 20260729T044428+0000

Ratings and Alerts
No rating or validation information has been found for Clustal 2.

No alerts have been found for Clustal 2.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1480 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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oxysporum f. sp. cubense in Malbhog Banana Belts of Assam, India. Journal of fungi
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Zhang A, et al. (2025) Interferon-stimulated circHOMER1 attenuates antiviral innate
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Zhang YJ, et al. (2025) A novel male accessory gland peptide reduces female post-mating
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1589915.
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Tropical medicine and health, 53(1), 44.

Vizarraga D, et al. (2025) Sources of essential lipids for Mycoplasma pneumoniae via
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BMC plant biology, 25(1), 254.

Kim UJ, et al. (2025) Severe Fever with Thrombocytopenia Syndrome Acquired through
Dog Bite, South Korea. Emerging infectious diseases, 31(8), 1680.
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25(1), 575.
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renale Roundworm, South Korea, 2024. Emerging infectious diseases, 31(9), 1811.

Xu H, et al. (2025) The Module WmABF1-1-WmMYB111 Manipulates the Leaf
Senescence of Welwitschia by Integrative Regulation of Abscisic Acid Biosynthesis,
Chlorophyll Degradation and Nitrogen Transportation. Plant biotechnology journal, 23(12),
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