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Metascape

RRID:SCR_016620
Type: Tool

Proper Citation

Metascape (RRID:SCR_016620)

Resource Information

URL.: http://metascape.org/gp/index.html#/main/stepl

Proper Citation: Metascape (RRID:SCR_016620)

Description: Web service to analyze gene or protein lists. Provides automated meta
analysis tools to understand pathways within a group of orthogonal target-discovery studies.

Resource Type: data access protocol, software resource, production service resource,
service resource, analysis service resource, web service, data analysis service

Keywords: analyze, gene, protein, list, data, annotate, resource, bio.tools
Funding:

Availability: Free, Freely available

Resource Name: Metascape

Resource ID: SCR_016620

Alternate IDs: biotools:Metascape

Alternate URLSs: https://bio.tools/Metascape

Record Creation Time: 20220129T080331+0000

Record Last Update: 20250527T055544+0000

Ratings and Alerts



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_016620/resolver
http://metascape.org/gp/index.html#/main/step1

No rating or validation information has been found for Metascape.

No alerts have been found for Metascape.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2701 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Zhang C, et al. (2025) Proteomic analysis across aged tissues reveals distinct signatures
and the crucial involvement of midgut barrier function in the regulation of aging. Aging cell,
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Scientific reports, 15(1), 548.
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Wu X, et al. (2025) Single-cell transcriptomics identify a novel macrophage population
associated with bone invasion in pituitary neuroendocrine tumors. Journal of experimental &
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100716.




