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GEO2R

RRID:SCR_016569
Type: Tool

Proper Citation

GEO2R (RRID:SCR_016569)

Resource Information

URL.: https://www.nchi.nlm.nih.gov/geo/info/geo2r.html

Proper Citation: GEO2R (RRID:SCR_016569)

Description: Software as an interactive web tool to compare two or more groups of samples
in a Gene Expression Omnibus (GEO) series regardless of data type and quality. Used to
identify genes that are differentially expressed across experimental conditions. Results are
presented as a table of genes ordered by significance.

Resource Type: data analysis software, software application, software resource, data
processing software

Keywords: compare, group, sample, gene, expression, omnibus, data, identify, differentially,
expressed, across, condition, bio.tools

Funding:

Availability: Free, Available for download, Freely available
Resource Name: GEO2R

Resource ID: SCR_016569

Alternate IDs: biotools:GEO2R

Alternate URLSs: https://bio.tools/GEO2R

Record Creation Time: 20220129T080331+0000

Record Last Update: 20250426T060554+0000
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Ratings and Alerts
No rating or validation information has been found for GEO2R.

No alerts have been found for GEO2R.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 48 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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