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UCSF ChimeraX

RRID:SCR_015872
Type: Tool

Proper Citation

UCSF ChimeraX (RRID:SCR_015872)

Resource Information

URL.: https://www.cgl.ucsf.edu/chimerax/

Proper Citation: UCSF ChimeraX (RRID:SCR_015872)

Description: Software for 3D/4D image reconstruction. UCSF ChimeraX is the next-
generation molecular visualization program from the Resource for Biocomputing,
Visualization, and Informatics (RBVI), following UCSF Chimera.

Synonyms: ChimeraX

Resource Type: software application, software resource, data processing software, data
visualization software, 4d visualization software, 3d visualization software

Keywords: 3d, 4d, image reconstruction, molecular visualization, biocomputing,
informatics, rbvi, ucsf, chimera

Funding: NIGMS P41 GM103311

Resource Name: UCSF ChimeraX

Resource ID: SCR_015872

License: UCSF ChimeraX Non-Commercial Software License Agreement
License URLs: http://www.rbvi.ucsf.edu/chimerax/docs/license.html
Record Creation Time: 20220129T080327+0000

Record Last Update: 20260729T044402+0000

Ratings and Alerts

No rating or validation information has been found for UCSF ChimeraX.



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_015872/resolver
https://www.cgl.ucsf.edu/chimerax/

No alerts have been found for UCSF ChimeraX.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1825 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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Lyu Y, et al. (2026) An open axial channel of the AAA ClpXP protease enhances
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pathogens, 21(4), e1013107.
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Abulude 13, et al. (2025) Using AlphaFold-Multimer to study novel protein-protein
interactions of predation essential hypothetical proteins in Bdellovibrio. Frontiers in
bioinformatics, 5, 1566486.

Atherton J, et al. (2025) Microtubule association induces a Mg-free apo-like ADP pre-
release conformation in kinesin-1 that is unaffected by its autoinhibitory tail. Nature
communications, 16(1), 6214.

Gopal D, et al. (2025) The Mn-motif protein MAP6d1 assembles ciliary doublet
microtubules. Nature communications, 16(1), 6210.

Lauruol F, et al. (2025) The Plasmodium falciparum homolog of Vps16 interacts with the
core members of the Vps-C tethering complex. mSphere, 10(7), e0028725.

Afrin S, et al. (2025) Structural polymorphism of ex-vivo ALECT2 amyloid fibrils revealed
by cryo-EM. bioRxiv : the preprint server for biology.

Tevere E, et al. (2025) Transcriptomic response to different heme sources in
Trypanosoma cruzi. bioRxiv : the preprint server for biology.

Andorfer MC, et al. (2025) Structural basis for anaerobic alkane activation by a
multisubunit glycyl radical enzyme. Proceedings of the National Academy of Sciences of
the United States of America, 122(32), e2510389122.

Anderson ED, et al. (2025) Primary cortical neurons precipitate and extrude large
mitochondria-associated calcium-phosphate sheets with a bone-precursor-like
ultrastructure. bioRxiv : the preprint server for biology.




