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Genesis

RRID:SCR_015775
Type: Tool

Proper Citation

Genesis (RRID:SCR_015775)

Resource Information

URL: https://genome.tugraz.at/genesisclient/genesisclient_description.shtml

Proper Citation: Genesis (RRID:SCR_015775)

Description: Software for cluster analysis of microarray data. Genesis is a platform
independent Java package of tools to simultaneously visualize and analyze a whole set of
gene expression experiments.

Synonyms: Genesis: Cluster analysis of microarray data

Resource Type: software resource, data analysis software, data processing software,
data visualization software, software application

Defining Citation: PMID:11836235

Keywords: cluster analysis, microarray data, java, gene expression, visualization,
analysis, bio.tools

Availability: Free for academic use, Free for non-profits, Available for download, Runs on
Windows, Runs on Mac OS, Runs on Linux

Resource Name: Genesis

Resource ID: SCR_015775

Alternate IDs: biotools:genesis_microarray
Alternate URLSs: https://bio.tools/genesis_microarray
Record Creation Time: 20220129T080327+0000

Record Last Update: 20260807T042844+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_015775/resolver
https://genome.tugraz.at/genesisclient/genesisclient_description.shtml
https://pubmed.ncbi.nlm.nih.gov/11836235

No rating or validation information has been found for Genesis.

No alerts have been found for Genesis.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1029 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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reports, 16(1).

Lu JJ, et al. (2026) Trophoblast aging driven by IL33 deficiency elevates recurrent
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Archiv fur klinische und experimentelle Ophthalmologie, 264(6), 1753.
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biotechnology journal, 23(6), 1968.
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pancreatic ?-cells through MMP2. Experimental & molecular medicine, 57(1), 131.
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with predictive modeling. bioRxiv : the preprint server for biology.
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