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Proper Citation

clustergrammer (RRID:SCR_015681)

Resource Information

URL: http://amp.pharm.mssm.edu/clustergrammer/

Proper Citation: clustergrammer (RRID:SCR_015681)

Description: Clustergrammer is a web-based tool for visualizing and analyzing high-
dimensional data as interactive and shareable hierarchically clustered heatmaps.
Clustergrammer enables intuitive exploration of high-dimensional data and has several
optional biology-specific features.

Resource Type: software tool, data visualization tool

Defining Citation: DOI:10.1038/sdata.2017.151

Keywords: bio.tools

Funding:

Resource Name: clustergrammer

Resource ID: SCR_015681

Alternate IDs: biotools:clustergrammer
Alternate URLS: https://bio.tools/clustergrammer
Record Creation Time: 20220129T080327+0000

Record Last Update: 20250516T054109+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_015681/resolver
http://amp.pharm.mssm.edu/clustergrammer/
https://dx.doi.org/10.1038/sdata.2017.151

No rating or validation information has been found for clustergrammer.

No alerts have been found for clustergrammer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 34 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Journal of ophthalmology, 2021, 5580595.

Xiong S, et al. (2021) Stem cell transplantation rescued a primary open-angle glaucoma
mouse model. eLife, 10.

Dong N, et al. (2021) lon channel profiling of the Lymnaea stagnalis ganglia via
transcriptome analysis. BMC genomics, 22(1), 18.

Bisserier M, et al. (2021) Combination Therapy with STAT3 Inhibitor Enhances SERCA2a-
Induced BMPR2 Expression and Inhibits Pulmonary Arterial Hypertension. International
journal of molecular sciences, 22(17).




