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Type: Tool

Proper Citation

XCMS (RRID:SCR_015538)

Resource Information

URL: https://xcmsonline.scripps.edu

Proper Citation: XCMS (RRID:SCR_015538)

Description: Cloud-based mass spectrometry data processing platform for metabolomics
and lipidomics.

Synonyms: XCMS Online

Resource Type: database, data or information resource

Keywords: platform, metabolomics, lipidomics, mass spectrometry, mass spectrometry
platform, FASEB list

Availability: Available for purchase

Resource Name: XCMS

Resource ID: SCR_015538

License URLs: https://xcmsonline.scripps.edu/landing_page.php?pgcontent=termsOfUse
https://xcmsonline.scripps.edu/landing_page.php?pgcontent=privacyPolicy

Record Creation Time: 20220129T080326+0000

Record Last Update: 20260807T042839+0000

Ratings and Alerts

No rating or validation information has been found for XCMS.

No alerts have been found for XCMS.

Data and Source Information

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_015538/resolver
https://xcmsonline.scripps.edu


Source: SciCrunch Registry

Usage and Citation Metrics

We found 2067 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Li D, et al. (2026) Artificial intelligence-driven integration of multi-biofluid omics and clinical
phenotype enables stratification of endometrial cancer. Cell reports. Medicine, 7(6),
102805.

Yang J, et al. (2026) Temporal Metabolomics Profiling Reveals Liver Metabolic Control in
Single and Repeated Exhaustive Exercise in Murine Models. FASEB journal : official
publication of the Federation of American Societies for Experimental Biology, 40(9),
e71868.

Goodin DA, et al. (2026) Glioblastoma region-specific metabolic signatures reflect patient
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Meng Y, et al. (2026) Comprehensive transcriptomic and metabolomic analysis provides
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Varghese RS, et al. (2026) Machine Learning-Based Multi-Omics Integration for
Identification of Hepatocellular Carcinoma Biomarkers in an Egyptian Cohort. Journal of
proteome research, 25(2), 869.
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protein levels in Tibetan sheep. Microbiology spectrum, 14(3), e0284325.
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resistance to the antimalarial candidate SC83288 in Plasmodium falciparum. Nature
communications, 17(1).
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production through distinct effects on tryptophan metabolism. The Biochemical journal,
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