
Resource Summary Report

Generated by dkNET on Aug 16, 2026

GapCloser
RRID:SCR_015026
Type: Tool

Proper Citation

GapCloser (RRID:SCR_015026)

Resource Information

URL: https://sourceforge.net/projects/soapdenovo2/files/GapCloser/

Proper Citation: GapCloser (RRID:SCR_015026)

Description: Module of SOAPdenovo2 commonly used independently to close gaps in
genome assemblies.

Resource Type: data processing software, software application, data analysis software,
source code, software resource, sequence analysis software

Defining Citation: PMID:23587118

Keywords: gap closure, genome assembly, sequence

Availability: Free, Available for download

Resource Name: GapCloser

Resource ID: SCR_015026

License: GNU General Public License version 3.0 (GPLv3)

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260815T182512+0000

Ratings and Alerts

No rating or validation information has been found for GapCloser.

No alerts have been found for GapCloser.

Data and Source Information

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_015026/resolver
https://sourceforge.net/projects/soapdenovo2/files/GapCloser/
https://pubmed.ncbi.nlm.nih.gov/23587118


Source: SciCrunch Registry

Usage and Citation Metrics

We found 739 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Xi Y, et al. (2026) Genomic Map of Escherichia coli and Single Nucleotide Polymorphism
Markers in Colorectal Cancer. Microbial biotechnology, 19(6), e70397.
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1850121.
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cellular and infection microbiology, 16, 1821740.
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Scientific data, 13(1).
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Jiang Y, et al. (2026) Scrotal abscess and Fournier gangrene caused by Klebsiella
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Resequencing. Animals : an open access journal from MDPI, 16(4).
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Klebsiella pneumoniae strains and validation of highly virulent MDR strains. Microbiology
spectrum, 14(5), e0322825.
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against drug-resistant Salmonella Enteritidis in a chicken infection model. Poultry science,
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Mo Y, et al. (2026) Drug resistance mechanisms and molecular epidemiology of
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diseases, 26(1).
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Ofori AD, et al. (2026) Genomic Basis of Lifestyle Divergence in Rice-Associated
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