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Proper Citation

Morpheus (RRID:SCR_014975)

Resource Information

URL: https://morpheus.gitlab.io/

Proper Citation: Morpheus (RRID:SCR_014975)

Description: Modeling and simulation environment for study of multi scale and
multicellular systems. Users can construct and simulate models of gene regulation,
signaling pathways, tissue patterning and morphogenesis and explore the effects of
multiscale feedbacks between these processes. Morpheus can render 2D and 3D models
using graphical user interface.

Resource Type: software application, software resource, data processing software, data
visualization software, 3d visualization software, simulation software

Defining Citation: PMID:24443380

Keywords: simulation, modeling, multicellular, systems biology, cell-based models, data
visualization, differential equations, reaction-diffusion systems, bio.tools

Funding: BMBF 0315734;
BMBF 0316169;
DFG

Availability: Free, Available for download, Freely available

Resource Name: Morpheus

Resource ID: SCR_014975

Alternate IDs: biotools:morpheus-framework

Alternate URLs: https://gitlab.com/morpheus.lab/morpheus, https://bio.tools/morpheus-
framework

Old URLs: https://imc.zih.tu-dresden.de/wiki/morpheus

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_014975/resolver
https://morpheus.gitlab.io/
https://pubmed.ncbi.nlm.nih.gov/24443380


Record Creation Time: 20220129T080323+0000

Record Last Update: 20260729T044339+0000

Ratings and Alerts

No rating or validation information has been found for Morpheus.

No alerts have been found for Morpheus.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 694 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Combined PARP7 Inhibition and AHR Activation in Cancer Cells. Cancer research
communications, 6(1), 5.
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subgroup of acute myeloid leukemia. Cell reports. Medicine, 102540.
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Dhume K, et al. (2025) T-cell immunity against influenza virus does not require Th1 or
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responses in COVID-19 and idiopathic pulmonary fibrosis. Respiratory research, 26(1),
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Sclerosis. medRxiv : the preprint server for health sciences.
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Cell systems, 16(3), 101198.
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16(1), 2044.
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Analyses. International journal of molecular sciences, 26(2).

Kwon G, et al. (2025) Epigenomic landscapes define differential Janus kinases inhibitor
sensitivity in IFN-?-primed human macrophages. iScience, 28(5), 112502.
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